Line intensity profiles were drawn from outside to inside for each embryo, normalized to the maximum, then was shifted so that NOAH-1_mCH(int) intensity peaks coincided before doing the average and normalization again using MATLAB. Given the resolution of light imaging, the shift between the peaks gave only an indication of the respective position between NOAH-1 and actin, but not the precise distance between them. BF, bright field; scale bars, 5 µm. Development 144: doi:10.1242/dev.150383: Supplementary information Table S1 : Genes used in the RNAi screen. -1(ns283) 
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